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A DNA Standard Marker
B Normal DNA Sample

C FH Control

D Patient #1 DNA Sample
E Patient #2 DNA Sample
F Patient #3 DNA Sample

UltraSpec-Agarose
Electrophoresis buffer (50x)
Practice Gel Loading Solution

FlashBlue DNA stain
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Figure 3:
DNA Amplification by the Polymerase
Chain Reaction
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A #9 7He

. Prepare
MODULE I: Aga rose Gel < D sivocenein
Electrophoresis casting tray.

Time required: See Table C

2

Remove end caps &
comb, then submerge
gel under buffer in
electrophoresis

chamber.
Load each
3 sample in
consecutive wells
- +
‘hnps://youtu,beﬂ BmLnPrdwQs
MODULE II: Staining Agarose 4  Auachsafey

cover & connect

Gels Using FlashBlue™ leads to power source
Time required: 30 min / to conduct electrophoresis.

After electrophoresis,
transfer gel for
staining.

6 Analysis on
white light
source.
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2, 1:00 4.

Concentrated
buffer

Distilled

Aga rose
water

f==7
Caution! Flask will be HOT!

1. Concentrated buffer(50X)E /2 410] Table A EE H 1510 3| AgL|C,
2. 250ml E2t230| 1X HHE 21 agarose powderE 41&LICE (Table ARIE)
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Table .
A Individual 0.8% UltraSpec-Agarose™ Gels
Size of Gel | Concentrated Distilled Amt of TOTAL
Casting tray | Buffer (50x) + Water + Agarose = Volume

7x7cm 0.6 mL 294mL 0.24g 30 mL
10 x 7 cm* 0.9 mL 41mL 036¢g 45 mL

14x7cm 1.2mL 588mL 048g 60 mL
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POUR
1X Diluted
Buffer, -
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TABLE 1: GEL LOADING
Lane 1 | TubeA DNA Standard Marker
2 | TubeB Normal DNA Sample
3| TubeC FH Control
4 TubeD Patient #1 DNA Sample
5| TubeE Patient #2 DNA Sample
*
6 | TubeF Patient #3 DNA Sample
Table Table . - 3
: Time and Voltage Guidelines
B 1x Electrophoresis Buffer (Chamber Buffer) C (0.8% Agar§se Gel)
Dilots £lectrophoresis Maodel
£DVOTEK Total Volume 50x Conc, iy o'l\).‘;'t'.'llzd EDGE™ M12 & M36
Medel % Required Buffer Water
Volts Min/Max (minutes) Min/Max (minutes)
EDGE™ 150 mL 3mL 147 mL
150 10/20 20/35
M36 1000 mL 20 mL 980 mL 100 15/25 40/60
* O] ZMO| A2 WXl ZHC 2Tt AL |00 ot FE|= EDVOTEK, Inc. O A&L(CH



DILUTE

1.

2 3 1X FlashBlue™
. . Stain Solution

g

10 mL

10X FlashBlue™
Stain

90 mL
Distilled
water

DESTAIN VISUALIZE
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Lane | Tube Sample Result Molecular Weights (in bp)
1 A DNA Standard — 6751, 3652, 2827, 1568
Markers 1118, 825, 630
2 B Normal Control FH Normal 4282
Sample
3 C FH Control Homozygous 3000, 1282
for FH mutation
4 D Patient #1 FH Normal 4282
5 E Patient #2 Heterozygous for 4282, 3000, 1282
FH mutation
6 F Patient #3 Homozygous for 3000, 1282
FH mutation
o S
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